. 5-Group discrimination. Score plot of PCA-CA analysis at T0 (a) and T1 (b) . The values of the discrimination accuracy and the confusion matrices are also reported. In the score plot, each dot represents a different serum sample, and each colour represents a different group: dark green dots= AC; cyan dots= OBG; orange dots= DHA; yellow dots= DHA+AC; purple dots= DHA+OBG. Figure S2 . Score plot of M-PLS analysis (T0 vs. T1) of the spectral region (0.92 -0.71 ppm) containing the signal of lipoprotein methyl group resonances. The value of the discrimination accuracy is also reported. In the score plots, each dot represents a different serum sample of DHA+OBG group, and each colour represents a time point: blue dots= T0 samples; red dots= T1 samples. Figure S3 . Score plot of M-PLS analysis (T0 vs. T1) of the spectral region (4.34 -4.22 ppm) containing the signal of triglyceride resonances. The value of the discrimination accuracy is also reported. In the score plots, each dot represents a different serum sample of DHA+OBG group, and each colour represents a time point: blue dots= T0 samples; red dots= T1 samples. Table S2 . Bruker IVdr Lipoprotein subclass analysis. Each significant comparison (T0 vs T1) is indicated with * for p < 0.05 and ** p < 0.01. OBG  DHA + AC  DHA + OBG  T0  T1  T0  T1  T0  T1  T0  T1  T0  T1  TG  156. Table S3 . List of metabolites whose signals were assigned and integrated in the NMR spectra. DHA+OBG discrimination between T0 and T1 in all samples and only in milkshake; each significant comparison (T0 vs T1) is indicated with * for p < 0.05 and ** p < 0.01. 
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